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The lipies surreuncing an AQPO mehemer

retein-lipicd interactions
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Lipie bincing metirs
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Acyl cheln positions?
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AQPOIn
E. coli polar lipids
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AQPO interactions with EPL ane DRIPC
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Heae greups ane lipic binding moetifs
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Acyl clhain pesiticns

DMPC

Acyl clhain pesiticns

DMPC




Moelecular eynammics calculations

Rodolfo Briones. Camilo Aponte & Bert de Groot

MIPY for Biophysical Chemistry (Gottingen)

Conclusions

3. AQI forms well-ordered 21D crystals
with very diffferent lipids
‘ tematic analysis oif




Ahereas Schenl:

AQIPO In
DIMIP G




Merged data Ter AQPO in DMPE

Lattice line 2, 6
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of the AQPO junction in DMPE
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