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 Merging multiple images to common phase origin & scale 

 Lattice line fitting 
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(1/D) p6 crystal 

If the density is limited within an envelop of width D, its transform may be
 reconstructed by samples at 0,+/- 1/D, +/- 2/D,....convoluted using appropriate
 sinc functions.  
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Weighted
 Phase
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12.0 

Resolution limit =7.5 Å  
Two-sided plane group=p6 
Lattice lines sampled at 1/300 Å-1 

Connexin 43 gap junction channels in
 vitreous ice 

Resolution limit = 15 Å 
Two-sided plane group = p6 
Lattice lines sampled at 1/110 Å-1 

Negatively-stained Moloney murine
 leukemia virus capsid protein crystals
 (Ganser et al. (2003) EMBO J. 
22, 2886-2892) 
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Cheng & Yeager (2004) Acta Cryst. A60,351-354 
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